deletions were done prior to trial completion and before data analysis; thus, publication bias did not exist. The lead author also stated that these results will be published in the future. It would have been best not to have deleted the ClinicalTrials.gov metrics.
In addition, during the revision of the REDUCE MRSA study's metrics on the ClinicalTrials.gov website, the metric of "ICU-attributable all-pathogen bloodstream infection" was added. Such additions should be done with caution. For example, if the threshold for statistical significance is 1 in 20 and, hypothetically, if after a trial 20 items are looked at, by chance, 1 may be positive. Thus, the decision to report such events after a trial has commenced needs to be clearly identified in Materials and Methods.
We feel that if the practice of not reporting, eliminating, or adding metrics after trial initiation by researchers stating that they did not analyze or look at the data became widespread, the effectiveness and utility of trial registration would be negated and the system would become next to useless.
Having said that, we do believe that treating everyone may have short-term benefits. The study by Huang et al. is supported by the recent work of Derde et al. (5), who observed a significant decrease in MRSA infections with improved hand hygiene and unit-wide chlorhexidine decolonization protocols. There was not a significant decrease in vancomycin-resistant Enterococcus or Enterobacteriaceae isolates. The caveat to this approach is the possibility of the development of bacterial resistance, which may take over a decade to appear (6) . Disturbingly, Derde et al. reported a 13 to 14% incidence of MRSA resistance to chlorhexidine (5) . The wider effect on the microbiome of both the patient and the facility is unknown. But using protocols that indiscriminately and frequently cause mass destruction of bacteria should be done with caution. A better approach may be to use surveillance to target such interventions toward pathological bacteria while minimizing the effect on commensal and beneficial bacteria.
